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+ 1 MVNRNVLKNTG 
1 AAG CTT GCC ACC ATG GTG AAC CGG AAC GTG CTG AAG AAC ACC GGC 
TTC GAA CGG TGG TAC CAC TTG GCC TTG CAC GAC TTC TTG TGG CCG 

+ 1LKE IMSA. KASVEGIV 
4 6 CTG AAG GAG ATC ATG AGC GCC AAG GCC AGC GTG GAG GGC ATC GTG 
GAC TTC CTC TAG TAC TCG CGG TTC CGG TCG CAC CTC CCG TAG CAC 

+ 1NNHVFSMEGFGKGNV 
9 3 AAC AAC CAC GTG TTC AGC ATG GAG GGC TTC GGC AAG GGC AAC GTG 
TTG TTG GTG CAC AAG TCG TAC CTC CCG AAG CCG TTC CCG TTG CAC 

-,C 

+ 1LFGNQLMQ IRVTKGG 
136 CTG TTC GGC AAC CAG CTG ATG CAG ATC CGG GTG ACC AAG GGC GGC 
GAC AAG CCG TTG GTC GAC TAC GTC TAG GCC CAC TGG TTC CCG CCG 

+ 1 P L P FAFDI VS I A F Q Y 
181 CCT CTG CCC TTC GCC TTC GAC ATC GTG AGC ATC GCC TTC CAG TAC 
GGA GAC GGG AAG CGG AAG CTG TAG CAC TCG TAG CGG AAG GTC ATG 

+ 1GNRTFTKY PDD IADY 
226 GGC AAC CGG ACC TTC ACC AAG TAT CCC GAC GAC ATC GCC GAC TAC 
CCG TTG GCC TGG AAG TGG TTC ATA GGG CTG CTG TAG CGG CTG ATG 

+ 1FVQSFPAG FFYERNL 
271 TTC GTG CAG AGC TTC CCT GCC GGC TTC TTC TAC GAG CGG AAC CTG 
AAG CAC GTC TCG AAG GGA CGG CCG AAG AAG ATG CTC GCC. TTG GAC 

+ 1RFEDGAIVDIRSDIS 
316 CGG TTC GAG GAC GGC GCC ATC GTG GAC ATC CGG AGC GAC ATC AGC 
GCC AAG CTC CTG CCG CGG TAG CAC CTG TAG GCC TCG CTG TAG TCG 

+ 1LED DKFHY KVEYRGK 
361 CTG GAG GAC GAC AAG TTC CAC TAC AAG GTG GAG TAC CGC GGC AAC 
GAC CTC CTG CTG TTC AAG GTG ATG TTC CAC CTC ATG GCG CCG TTG 

+1 G F P SNGPVMQKAI LG 
406 GGC TTC CCT AGC AAC GGC CCT GTG ATG CAG AAG GCC ATC CTG GGC 
CCG AAG GGA TCG TTG CCG GGA CAC TAC GTC TTC CGG TAG GAC CCG 

+ 1MEP SFEVVYMNSGVL 
451 ATG GAG CCC AGC TTC GAG GTG GTG TAC ATG AAC AGC GGC GTG CTG 
TAC CTC GGG TCG AAG CTC CAC CAC ATG TAC TTG TCG CCG CAC GAC 

+ 1VGEVDLVY KLESGNY 
4 96 GTG GGC GAG GTG GAC CTG GTG TAC AAG CTG GAG AGC GGC AAC TAC 
CAC CCG CTC CAC CTG GAC CAC ATG TTC GAC CTC TCG CCG TTG ATG 

+ 1YS CHMKTFYRS KGGV 
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541 TAC AGC TGC CAC ATG AAG ACC 
ATG TCG ACG GTG TAC TTC TGG 

+ 1KEFPEYH 
586 AAG GAG TTC CCT GAG TAC CAC 
TTC CTC AAG GGA CTC ATG GTG 

+ 1TYVEEGS 
631 ACC TAC GTG GAG GAG GGC AGC 
TGG ATG CAC CTC CTC CCG TCG 

+ 1IAQLTTI 
67 6 ATC GCC CAG CTG ACC ACC ATC 
TAG CGG GTC GAC TGG TGG TAG 

Not I 



+ 1 E W V * 
721 GAG TGG GTG TAA AGC GGC CGC 
CTC ACC CAC ATT TCG CCG GCG 



TTC TAC CGG AGC AAG GGC GGC GTG 
AAG ATG GCC TCG TTC CCG CCG CAC 

FIHHRLEK 
TTC ATC CAC CAC CGG CTG GAG AAG 
AAG TAG GTG GTG GCC GAC CTC TTC 

FVEQHETA 
TTC GTG GAG CAG CAC GAG ACC GCC 
AAG CAC CTC GTC GTG CTC TGG CGG 

GKPLGSLH 
GGC AAG CCT CTG GGC AGC CTG CAC 
CCG TTC GGA GAC CCG TCG GAC GTG 
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The coding sequence (from start codon to stop codon): 

atggtgaaccggaacgtgctgaagaacaccggcctgaaggagatcatgagcgccaag 

gccagcgtggagggcatcgtgaacaaccacgtgttcagcatggagggcttcggcaag 

ggcaacgtgctgttcggcaaccagctgatgcagatccgggtgaccaagggcggccct 

ctgcccttcgccttcgacatcgtgagcatcgccttccagtacggcaaccggaccttc 

accaagtatcccgacgacatcgccgactacttcgtgcagagcttccctgccggcttc 

ttctacgagcggaacctgcggttcgaggacggcgccatcgtggacatccggagcgac 

atcagcctggaggacgacaagttccactacaaggtggagtaccgcggcaacggcttc 

cctagcaacggccctgtgatgcagaaggccatcctgggcatggagcccagcttcgag 

gtggtgtacatgaacagcggcgtgctggtgggcgaggtggacctggtgtacaagctg 

gagagcggcaactactacagctgccacatgaagaccttctaccggagcaagggcggc 

gtgaaggagttccctgagtaccacttcatccaccaccggctggagaagacctacgtg 

gaggagggcagcttcgtggagcagcacgagaccgccatcgcccagctgaccaccatc 

rTrrn^^anc tctaaacaacctqcacgagtgggtgtaa 
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aagcttgccaccatggtgaaccggaacgtgctgaagaacaccggcctgaaggagatc 

atgagcgccaaggccagcgtggagggcatcgtgaacaaccacgtgttcagcatggag 

ggcttcggcaagggcaacgtgctgttcggcaaccagctgatgcagatccgggtgacc 

^ a 99gcgg cc ctctgcccttcgccttcgacatcgtgagcatcgccttccagtacggc 

aaccggaccttcaccaagtatcccgacgacatcgccgactacttcgtgcagagcttc 

cctgccggcttcttctacgagcggaacctgcggttcgaggacggcgccatcgtggac 

atccggagcgacatcagcctggaggacgacaagttccactacaaggtggagtaccgc 

ggcaacggcttccctagcaacggccctgtgatgcagaaggccatcctgggcatggag 

cccagcttcgaggtggtgtacatgaacagcggcgtgctggtgggcgaggtggacctg 

gtgtacaagctggagagcggcaactactacagctgccacatgaagaccttctaccgg 

agcaagggcggcgtgaaggagttccctgagtaccacttcatccaccaccggctggag 

aagacctacgtggaggagggcagcttcgtggagcagcacgagaccgccatcgcccag 

ctgaccaccatcggcaagcctctgggcagcctgcacgagtgggtgtaaagcggccgc 
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cgaatggacgcgccctgtagcggcgcattaagcgcggcgggtgtggtggttacgcgcag 
cgtgaccgctacacttgccagcgccctagcgcccgctcctttcgctttcttcccttcct 
ttctcgccacgttcgccggctttccccgtcaagctctaaatcgggggctccctttaggg 
ttccgatttagtgctttacggcacctcgaccccaaaaaacttgattagggtgatggttc 
acgtagtgggccatcgccctgatagacggtttttcgccctttgacgttggagtccacgt 
tctttaatagtggactcttgttccaaactggaacaacactcaaccctatctcggtctat 
tcttttgatttataagggattttgccgatttcggcctattggttaaaaaatgagctgat 
ttaacaaaaatttaacgcgaattttaacaaaatattaacgcttacaatttcctgatgcg 
gtattttctccttacgcatctgtgcggtatttcacaccgcatacgcggatctgcgcagc 
accatggcctgaaataacctctgaaagaggaacttggttaggtaccttctgaggcggaa 
agaaccaggatccgcgtatggtgcactctcagtacaatctgctctgatgccgcatagtt 
aagccagccccgacacccgccaacacccgctgacgcgccctgacgggcttgtctgctcc 
cggcatccgcttacagacaagctgtgaccgtctccgggagctgcatgtgtcagaggttt 
tcaccgtcatcaccgaaacgcgcgagacgaaagggcctcgtgatacgcctatttttata 
ggttaatgtcatgataataatggtttcttagacgtcaggtggcacttttcggggaaatg 
tgcgcggaacccctatttgtttatttttctaaatacattcaaatatgtatccgctcatg 
agacaataaccctgataaatgcttcaataatattgaaaaaggaagagtatgagtattca 
acatttccgtgtcgcccttattcccttttttgcggcattttgccttcctgtttttgctc 
acccagaaacgctggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtgggt 
tacatcgaactggatctcaacagcggtaagatccttgagagttttcgccccgaagaacg 



Figure 17 



ttttccaatgatgagcacttttaaagttctgctatgtggcgcggtattatcccgtattg 
acgccgggcaagagcaactcggtcgccgcatacactattctcagaatgacttggttgag 
tactcaccagtcacagaaaagcatcttacggatggcatgacagtaagagaattatgcag 
tgctgccataaccatgagtgataacactgcggccaacttacttctgacaacgatcggag 
gaccgaaggagctaaccgcttttttgcacaacatgggggatcatgtaactcgccttgat 
cgttgggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacgatgcc 
tgtagcaatggcaacaacgttgcgcaaactattaactggcgaactacttactctagctt 
cccggcaacaattaatagactggatggaggcggataaagttgcaggaccacttctgcgc 
tcggcccttccggctggctggtttattgctgataaatctggagccggtgagcgtgggtc 
tcgcggtatcattgcagcactggggccagatggtaagccctcccgtatcgtagttatct 
acacgacggggagtcaggcaactatggatgaacgaaatagacagatcgctgagataggt 
gcc t cactgattaagcattggtaactgtcagaccaagtt tact cat atatactttagat 
tgatttaaaacttcatttttaatttaaaaggatctaggtgaagatcctttttgataatc 
tcatgaccaaaatcccttaacgtgagttttcgttccactgagcgtcagaccccgtagaa 
aagatcaaaggatcttcttgagatcctttttttctgcgcgtaatctgctgcttgcaaac 
aaaaaaaccaccgctaccagcggtggtttgtttgccggatcaagagctaccaactcttt 
ttccgaaggtaactggcttcagcagagcgcagataccaaatactgttcttctagtgtag 
ccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgctctgct 
aatcctgttaccagtggctgctgccagtggcgataagtcgtgtcttaccgggttggact 
caagacgatagttaccggataaggcgcagcggtcgggctgaacggggggttcgtgcaca 
cagcccagcttggagcgaacgacctacaccgaactgagatacctacagcgtgagctatg 
agaaagcgccacgcttcccgaagggagaaaggcggacaggtatccggtaagcggcaggg 
tcggaacaggagagcgcacgagggagcttccagggggaaacgcctggtatctttatagt 
cctgtcgggtttcgccacctctgacttgagcgtcgatttttgtgatgctcgtcaggggg 
gcggagcctatggaaaaacgccagcaacgcggcctttttacggttcctggccttttgct 
ggccttttgctcacatggctcgacagatct 



Figure 1 7 (continued) 



